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Epidemic characteristics of respiratory rhinovirus infection in children
CHANG Ying, HUANG Guangju,ZHANG Huiyu, LI Juan,XU Jing (Pediatric Respiratory Department
Tangshan Maternal and Child Health Hospital , Tangshan 063000, Hebei ,China) * ™

Objective To analyze the epidemiological characteristics of children infected with rhinovirus in Tangshan
city. Methods The data were collected on 1500 children who visited our hospital from November 2021 to July 2022.
The sputum samples, pharyngeal swab samples, and alveolar lavage fluid samples were collected from children, and a
pneumonia multiple test kit was used for pathogen identification. The differences in the positive rate of rhinovirus among
children of different ages and types were compared by SPSS software. 30 positive specimens of rhinovirus were selected
and VP4/VP2 region amplification and sequencing was performed. Results A total of 309 cases (309/1500,20. 60%)
of children with rhinovirus were detected,including 186 males (186/826,22.52%) and 123 females (123/674,18. 25%).
The difference in rhinovirus positive detection data between the two groups of children was statistically significant(X* =
4.1352,P<C0.05). The rhinovirus positive rates in the <(1 year old group,1- year old group.3- year old group.and =6
year old group were 23.39% (102/436),21. 85% (137/627),19.56% (23/271),and 10. 24% (17/166) , respectively.
There was a statistically significant difference in the positive detection of rhinovirus between the 6- year old group and
other groups of children(X*=13.1154,11.3038,6. 6416,all P<C0.05). A total of 142 children (142/309,45. 95%) were
diagnosed with mixed infections,including 120 cases of double infection and 22 cases of triple infection. RV+RSV type A
was the most commonly detected in double infections. followed by RV+ ADV type. Among the triple infections, RV +
RSV A+ ADV type, RV + ADV + EV type, and RV + PIV3 + MP type were more detected. The molecular typing
identification of 30 strains of rhinoviruses showed 21 strains of RV A type,3 strains of RV B type,and 6 strains of RV C
type. A total of 9 genotypes were detected for type A,1 genotype for type B,and 2 genotypes for type C. Conclusion

In this study,the RV positive rate was the highest in the group aged <1 year,and as age increased,the RV detection rate
decreased. There were many cases of co infection between rhinoviruses, respiratory syncytial viruses.adenoviruses, and

parainfluenza viruses. Rhinoviruses type A was the dominant strain in this study.
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Table 1 Detection of rhinovirus at different ages

W RV B RV 5 H AR & G
%) ﬁgﬂg RV Positive RV and other mixed infections
"
Age o BIKC BIHEEROD B i th 3 (%)
group No. Positive rate No. Detection rate
<1 436 102 23.39 46 10. 55
1~ 627 137 21.85 59 9.41
3~ 271 53 19. 56 28 10. 33
=6 166 17 10. 24 9 5.42
A
T 1500 309 20. 60 142 9.47
Total

3 BRERBESW

309 ] RV BAMEEILh 3 142 B8 LK IR 5 Rk
Y IRA YA R 45, 959, R AR YL P X E R Y
120 i, = H YL 22 B, WHE R h RV+RSV A #
K2, Ok RV+HADV #, =& &Y h RV +
RSV A+ADV # RV+ADV-+EV # #l RV+PIV3
+MP BKG L . ARRAFGE R A B v LR
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Table 2 Mixed infection of RV virus and other pathogens

TR A B 7 Ak 9o 191 £ R )
Mixed infection pathogens No. Constituent ratio
RV+RSVA 25 17.61
RV+RSV B 7 4.93
RV+PIV1 13 9.15
RV+PIV2 3 2.11
RV-+PIV3 8 5.63
RV+ADV 19 13. 38
RV+EV 12 8.45
RV-+HMPV 10 7.04
RV+IF A 3 2.11
RV+IF B 1 0.70
RV+MP 14 9. 86
RV-+HBOV 5 3.52
RV+RSV A+ADV 4 2.82
RV+RSV A+IF A 3 2.11
RV+RSV A+PIV3 2 1. 41
RV+RSV A+MP 3 2.11
RV+ADV+EV 4 2.82
RV+ADV+IF A 2 1.41
RV+PIV3+MP 4 2.82
41t Total 142 100. 00
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