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Study on the effect of signal peptide type on the target expression characteristics of severe fever with
thrombocytopenia syndromebunyavirus’ glycoprotein Gn

ZHANG Fan,ZHANG Juan, XU Jia-xin, WU Yu-Long, LI Bo-qing,QIAO Yuan-yuan (Department of
Pathogen Biology»College of Basic Medicine » Binzhou Medical Universuty »Yantai 264003, Shandong »China)

Objective To study the effect of different types of signal peptides on the expression of glycoprotein Gn of
SFTSV. Methods The gene of Gn was amplified by PCR using the M segment of SFTSV (SD4 strain) as template,and
then was ligated into A16H and pHL expression vectors after double digestion,and the ligated products were transfected
into 293T cells. The cells and supernatant were collected for western blot, immunofluorescence detection or mass
spectrometry to analyze the expression of three recombinant proteinGn. The binding activity of recombinant proteinGn
was detected by ELISA. Results The plasmid pA16 H-Gn lacking the vector signal peptide, the plasmid sp-pA16 H-
Gn containing the vector signal peptide, and the plasmid pHL-Fc-Gn containing another vector signal peptide were
successfully constructed. The recombinant protein (rGn-Fc) from the plasmid pA16 H-Gn lacking the signal peptide of
the vector was not expressed. The rGn-Fc from the plasmid sp-pA16 H-Gn containing the signal peptide of the A16H
vector was expressed intracellularly. but not secreted to extracellular expression. The rGn-Fc of plasmid pHL-Fc-Gn
containing the signal peptide of pHL vector can be secreted to extracellular with binding activity.  Conclusion The
signal peptide carried by the vector itself will affect the expression and the expression location of SFTSV rGn. This study
lays the foundation for the development of SFTSV rGn, and also provides new ideas for the research of SFTSV

recombinant vaccine.
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Table 1 Primers for Gn Gene

514 514751
Name of primers Primer sequence(5'-3")
pA16H-Gn/sp F:CCGGAATTCTTTCTTGGCGGGGTAAC
-pA16H-Gn R:GCACCGGTGTACATTCTGACTCCGGACCCATCATC
o F:GCACCGGTGACTCCGGACCCATCATC
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K M DNA #5000

1 pA16H-Gn,sp-pAl16H-Gn & pHL-Fc-Gn
3 FEAE RN A PCR KIE

A Gn DNA fragment of recombinant plasmid pA16H-Gn M
DNA marker 5000 B Gn DNA fragment of recombinant plasmid sp-
pA16H-Gn M  DNA marker 2000 C  Gn DNA fragment of
recombinant plasmid pHL-Fc-Gn M DNA marker 5000.

Fig. 1 Verification of three recombinant plasmids pA16H-Gn,

sp-pA16H-Gn and pHL-Fc-Gn by PCR
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A Intracellular expression of recombinant protein Gn-Fc (rGn-Fc) transfection by pA16H-Gn
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A Extracellular expression of rGn-Fc by pHL-Fc-Gn vector by
M Protein marker 1 Reaction bands of rGn-Fc with
corresponding antibody 2 Control B rGn-Fc expressed by pHL-
Fc-Gn vector binds to antibody 10, A2 by ELISA No-10, No-A2

represented without primary antibody 10 and A2 respectively (a

western blot

comparison between groups,P<C0.01)
Fig. 3 Extracellular expression and binding activity of rGn-Fc
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