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Isolation and identification of a bovine Acinetobacter towneri strain

WANG Ya',CEN Yao',ZHANG Qing’, DENG Jun-liang', CAI Dong-jie' s REN Zhi-hua', GOU Li-
ping2 ,HU Yan-chun', ZUO Zhi-cai' (1. Key Laboratory of Animal Disease and Human Health of Sichuan
Province sCollege of Veterinary Medicine »Sichuan Agricultural University sYa’an s Sichuan 625014 ,China ;2. Chengdu
Customs of the People’s Republic of China)

Objective In order to investigate the cause of beef cattle suffering from respiratory syndrome such as fe-
ver,high difficulty in breathing and salivate in a cattle farm in Sichuan Province. =~ Methods Samples of Nasal swab,
blood and pathological tissue from diseased cattle were collected for bacterial isolation and culture by streaking and Gram
staining. and its morphological and biochemical characteristics and 16STRNA gene sequence were determined, homology a-
nalysis was performed using the software MEGA-X, evolutionary tree was constructed,and drug susceptibility was deter-
mined. Results The isolates were gram-negative Corynebacterium.its biochemical characteristics were negative for mo-
tivity,oxidase and nitrate reduction,and positive for catalase, which were consistent with acinetobacter genus . RT PCR
was used to amplify the target bacteria and 1500bp target band was obtained. The 16S rRNA sequence had 99% similarity
with A. towneri strain in GenBank. Therefore,the isolates were identified as A. towneri and named ZZC3-9. Drug sensi-
tivity tests indicate that the isolates were highly sensitive to imipenem,{luphenicol,amikacin,gentamicin, kanamycin,dox-
yeycline, polymyxin B,and resistant to azithromycin, ceftazidime, streptomycin,imipenem, meropenem,sulbactam . Con-
clusion A. towneri was isolated from cattle with respiratory disease for the first time,and it can cause the death of beefl
cattle. However,the pathogenicity of A. towneri to other animals and the impact of human living environment need to be
further discussed.
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Fig. 1 Respiratory symptoms of sick cattle
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Table 1 Biochemical identification results of ZZC3-9
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Table 2 Information of reference strains published in GenBank
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Table 3 Drug susceptibility test results of ZZC3-9
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